
MIT Open Access Articles

This is a supplemental file for an item in DSpace@MIT

Item title: The NORAD lncRNA assembles a 
topoisomerase complex critical for genome stability

Link back to the item: https://hdl.handle.net/1721.1/126584

https://hdl.handle.net/1721.1/126584


NORAD full length primer

NORAD 5P primer
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Rescue full length Rescue 5P deletion
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